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Abstract

Malaria kills more than one million people each year and the parasites are becoming resistant
to the existing drugs. There is an urgent need to develop new, effective antimalanal drugs. DNA
helicases separate double-stranded DNA into single-stranded DNA intermediates that are essential 1n

nearly all DNA metabolic transactions, and thus Plasmodium falciparum DNA helicases may scrve as

possible enzyme targets to combat malarial infection.
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