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Abstract

Antimalarial drug resistance is the major public health problem and hinders malaria control. This is partly
due to the genetic variation of malaria parasites in nature. Development of new anti-malarial drugs will require
knowledge on genetic basis of malaria parasites to aid in understanding of mechanisms of anti-malaria drug
resistance. Such knowledge will contribute to improvement of drug design and to rational selection of novel anti-
malarial drug targets. This review aims to present the overview of malaria parasite’s life cycle, with special focus
on genetics of malaria parasites. This review also describes the applications of genetic studies for selection of

effective drugs and malarial targets for drug development.
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